
 
 
Figure S1. GRR phenotypes of W438 (resistant) and 335M (susceptible) upon F. 
graminearum infection at 4 dai. (A) Growth suppression of root and shoot was observed in 
335M at 4 dai. The white arrows indicate severe necrosis on roots. (B) W438 displayed 
fewer lesion on the root and minimal effect on the shoot growth at 4 dai.  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 

Figure S2. Principal Component Analysis (PCA) analysis of metabolites and differentially 
expressed metabolites (DEM) in W438 and 335M. (A) PCA analysis exhibited the 
metabolomics difference between W438 and 335M both before and after infection. (B) In 
335M, there were more differentially expressed metabolites. T: 335M, W: W438. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 

 
Figure S3. The dynamic changes of metabolite contents in glycerophospholipid pathway 
in W438 and 335M at 4 dai. (A) The content comparison of lysoPCs and lysoPEs with fatty 
acid 18:1, 18:2 and 18:3 between W438 and 335M at 4 dai. There were no significant 
difference between two genotypes. (B) The content comparison of lysoPCs and lysoPEs 
with long fatty acid 20:2, 20:4, 22:4 and 22:5 between W438 and 335M at 4 dai. Asterisks 
indicate statistical significance (*p ≤ 0.05; two-way repeated ANOVA). 
 
 
 


